. Figure S1 . ABA promotes the induction of pear lateral flower bud endo-dormancy. The shoots were collected on 15 October, 2016. The shoots were dipped in 100, 200 and 300 µM ABA or water with 0.02% Triton X-100 (control) for 24, 48, and 96 h. After the ABA treatment, shoots were placed in water for the next 21 days under forcing conditions before measuring the bud-break percentage. The bud-break experiment was performed with three biological replicates and each bar represents the mean ± SEM.
. Dormancy-induced stimuli modulate the transcription of ABA-responsive genes.
Total RNA was extracted from the control and 300 µM ABA-treated buds sampled at 24, 48, and 96 h, as well as 1, 3, 7, 14, and 21days after treatment. Relative expression levels of ABAresponsive genes were determined by qRT-PCR as described in the Materials and Methods, and normalized against PpACTIN. The bars represent the mean ± SEM of three biological repeats. Table S1 . Primers used to quantify the expression levels of ABA metabolic signaling genes and reference genes.
Gene Name Primer Sequence (5'-3') Gene Name Primer Sequence (5'-3') Pbr015257.1 F: CTGTGGTTGTGGTGGACTTG Pbr009089.1 F: GATCGTGGTTATCGGCTCGT R: GCCGACGAGAAAATGAACGA R: TTCTCCCTAGCTTGTCCCGA
